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Table S3. Differences among plant trait categories in the strength of pooled genetic correlations (
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) between plant traits and susceptibility of plants to herbivory.  The number of pooled effects are K, and thetest evaluates differences on the strength of the correlation among plant traits.  All analyses designated with P are phylogenetically independent. 
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	secondary metabolites
	
	132
	0.035
	-0.036
	0.101
	
	19
	0.037
	-0.089
	0.162

	non-secondary metabolites
	
	367
	-0.043
	-0.093
	0.005
	
	39
	0.058
	-0.026
	0.141
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	physical
	
	92
	-0.073
	-0.158
	-0.002
	
	19
	-0.051
	-0.198
	0.096

	gross morphological
	
	182
	0.017
	-0.057
	0.096
	
	25
	0.076
	-0.014
	0.166

	life history traits
	
	72
	-0.137
	-0.268
	-0.018
	
	16
	-0.215
	-0.373
	-0.057

	primary chemistry and physiology
	
	21
	-0.083
	-0.264
	0.066
	
	9
	-0.092
	-0.316
	0.013

	
	
	
	
	
	
	
	
	
	
	


Table S4. Traditional meta-analysis of correlations between traits and susceptibility of plants to herbivory.  Pooled effect sizes and sample sizes (in brackets) are reported for two major subgroups: (a) contrast between secondary (SM) and non-secondary metabolite traits (NSM), and (b) contrast among traits described as physical (PH), gross morphology (GM), life history (LH), and primary chemistry and physiology (PC).  Qb tests differences in the strength of the correlation among plant traits.
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	feeding guild
	
	
	
	
	(QB = 30.21, d.f. = 3, P < 0.0001)
	

	
	
	
	
	
	
	
	
	
	

	browsers
	
	0.163 (21)
	0.181 (65)
	
	-0.058 (14)
	0.324 (44)
	-0.237 (2)
	0.024 (5)
	

	chewers
	
	-0.003 (99)
	-0.143 (208)
	
	-0.147 (57)
	-0.133 (98)
	-0.153 (46)
	-0.182 (7)
	

	endophytes
	
	0.084 (6)
	0.097 (29)
	
	-0.362 (3)
	0.256 (15)
	0.114 (8)
	-0.016 (3)
	

	piercing/sucking
	
	0.170 (6)
	0.073 (65)
	
	0.207 (18)
	0.107 (25)
	-0.187 (16)
	-0.046 (6)
	

	
	
	
	
	
	
	
	
	
	

	herbivore specificity
	
	
	
	
	(QB = 4.44, d.f. = 1, P = 0.035)
	

	
	
	
	
	
	
	
	
	
	

	specialist
	
	-0.025 (40)
	-0.087 (227)
	
	-0.147 (57)
	-0.001 (117)
	-0.314 (39)
	0.042 (14)
	

	generalist
	
	0.061 (76)
	-0.001 (79)
	
	0.135 (21)
	-0.033 (37)
	-0.032 (15)
	-0.310 (6)
	

	
	
	
	
	
	
	
	
	
	

	plant longevity
	
	
	
	
	(QB = 42.06, d.f. = 2, P < 0.0001)
	

	
	
	
	
	
	
	
	
	
	

	annual
	
	-0.123 (18)
	-0.218 (127)
	
	-0.151 (17)
	-0.187 (65)
	-0.230 (44)
	small K
	

	biennial
	
	0.271 (21)
	-0.032 (37)
	
	-0.088 (5)
	0.077 (19)
	-0.049 (7)
	-0.260 (6)
	

	perennial
	
	0.017 (93)
	0.091 (203)
	
	-0.047 (70)
	0.198 (98)
	0.205 (21)
	0.046 (14)
	

	
	
	
	
	
	
	
	
	
	

	plant life-form
	
	
	
	
	(QB = 23.25, d.f. = 1, P < 0.0001)
	

	
	
	
	
	
	
	
	
	
	

	herbs
	
	0.025 (102)
	-0.119 (247)
	
	-0.061 (69)
	-0.129 (102)
	-0.171 (63)
	-0.124 (13)
	

	woody plants
	
	0.094 (30)
	0.170 (120)
	
	-0.110 (23)
	0.278 (80)
	0.208 (9)
	0.002 (8)
	

	
	
	
	
	
	
	
	
	
	


Table S5.  The phylogenetically-independent between-group heterogeneity test (
[image: image10.wmf]P

b

Q

) for differences among categories of plant traits potentially related with plant susceptibility to herbivory (see pooled effects for each group in Table 1). The between-group heterogeneity test for differences among feeding guild, herbivore specificity, plant longevity and plant life-form can be found in the text.
	
	
	
	
	
	
	
	

	
	SM vs. NSM
	
	NSM subgroups
(PH vs. GM vs. LH vs. PC)

	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	

	
	
[image: image11.wmf]P

B

Q


	d.f.
	P
	
	
[image: image12.wmf]P

B

Q


	d.f.
	P

	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	

	feeding guild
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	

	browsers
	0.02
	1
	0.8761
	
	20.29
	3
	0.0002

	chewers
	0.71
	1
	0.3989
	
	1.17
	3
	0.7600

	endophytes
	0.01
	1
	0.9203
	
	9.85
	3
	0.0199

	piercing/sucking
	0.01
	1
	0.9748
	
	2.12
	3
	0.5479

	
	
	
	
	
	
	
	

	herbivore specificity
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	

	specialist
	2.38
	1
	0.1227
	
	22.67
	3
	<0.0001

	generalist
	0.66
	1
	0.4154
	
	0.02
	3
	0.9990
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	annual
	0.35
	1
	0.5559
	
	8.53
	3
	0.0362

	biennial
	4.82
	1
	0.0282
	
	19.22
	3
	0.0003

	perennial
	0.78
	1
	0.3769
	
	1.56
	3
	0.6681

	
	
	
	
	
	
	
	

	plant life-form
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	

	herbs
	1.46
	1
	0.2275
	
	4.95
	3
	0.1750

	woody plants
	0.51
	1
	0.4773
	
	6.19
	3
	0.1024

	
	
	
	
	
	
	
	



Figure S1.  The hypothesized phylogenetic relationships of the 41 plant species from 20 different families used in our phylogenetically-independent meta-analysis.
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Figure S2. From the traditional meta-analysis: Funnel plot of Z-transformed effect sizes against their within-study sample size (K = 498). White dots denote secondary metabolites (SM) and black dots, non-secondary metabolites (NSM) including physical, gross morphological, life history and primary chemistry and physiology traits. 
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Figure S3. From the traditional meta-analysis: a) weighted frequency histogram of Z-transformed correlations between plant traits and herbivore susceptibility. White bars denote secondary metabolites (SM) and black bars, non-secondary metabolites (NSM) including physical, gross morphological, life history and primary chemistry and physiology traits. b) Normal quantile plot testing normal distribution.
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