Appendix E. Comparison of traditional and phylogenetically corrected effect sizes, calculated using the Lajeunesse (2009) method and using the Adams (2008) method. 
This is a comparison of results obtained by the Lajeunesse (2009) and Adams (2008) methods, which differ in that the latter weights data by their sampling variance and phylogeny separately, while in the former, weighting and phylogenetic transformation occur simultaneously.  The Adams approach lacks a built-in option for incorporating random effects, thus we used the metafor package in R (Viechtbauer 2010) to estimate τ for each dataset prior to conducting random-effects meta-analyses.  In addition, in Adams’ method AIC is estimated from general linear models, not from Q tests or from maximum-likelihood.
Results were generally similar when phylogenetic meta-analyses were conducted using the two approaches (Figs. E1 and E2).  Pooled effect sizes estimated using the Adams (2008) method differed from those estimated by the Lajeunesse (2009) method (i.e., 95% CIs did not overlap) in only seven datasets (23%) for phylogenetic fixed-effects models and three datasets (10%) for phylogenetic random-effects models (all estimates of traditional effect sizes did not differ).
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Figure E1. Fit (AICc) of each model. Two outliers, both for Connor et al. (2000), are not plotted to ease visual comparison: fixed-effects phylogenetic model for Adams (AICc = 1693); and random-effects phylogenetic model for Adams (AICc = 1549).
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Figure E2. Mean effect size and 95% CI of each model.
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